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                 1                                                                   70 
     EsaI    (1) ---MLELFDVSYEELQTTRSEELYKLRKKTFSDRLGWEVICS---QGMESDEFDGPGTRYILGICEGQLV 
     LasI    (1) GSHMIVQIGRREE-FDKKLLGEMHKLRAQVFKERKGWDVS---VIDEMEIDGYDALSPYYMLIQEDGQVF 
     RhlI    (1) ---MIELLSESLEGLSAAMIAELGRYRHQVFIEKLGWDVVSTSRVRDQEFDQFDHPQTRYIVAMSRQGIC 

      ↑(E7K) 
     EsaI   (65) CSVRFTSLDRPNMITHTFQHCFS--DVTLPAYGTESSRFFVDKARARALLGEHYPISQVLFLAMVNWAQN 
     LasI   (67) GCWRILDTTGPYMLKNTFPELLHGKEAPCSPHIWELSRFAINSGQKGSLG--FSDCTLEAMRALARYSLQ 
     RhlI   (68) GCARLLPTTDAYLLKDVFAYLCS-ETPPSDPSVWELSRYAASAADDP-------QLAMKIFWSSLQCAWY 
 
                 141                                                                210 
     EsaI  (133) NAYGNIYTIVSRAMLKILTRSGWQIKVIKEAFLTEKERIYLLTLPAGQDDKQQLGGDVVSRTGCPPVAVT 
     LasI  (135) NDIQTLVTVTTVGVEKMMIRAGLDVSRFGPHLKIGIERAVALRIELNAKTQIALYGGVLVEQRLAVS--- 
     RhlI  (130) LGASSVVAVTTTAMERYFVRNGVILQRLGPPQKVKGETLVAISFPAYQERGLEMLLRYHPEWLQGVPLSM 
                                  ↑(F147L)      ↑(P159E)                        ↑(E182G) 
                 211 
     EsaI  (203) TWPLTLPV 
     LasI  (202) -------- 
     RhlI  (200) AV------  
 
Figure S1.  Sequence alignments of EsaI, LasI and RhlI. Amino acid substitutions were indicated with 
arrows. Sequence alignments were done with Vector NTI. 
 

 
 
Figure S2. Locations of the mutations in the EsaI (left) and LasI homologous models (right).  

 


